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Comparing the bacterial flora in the udder of

mastitis cows and healthy cows.

. . *
naoki morimoto

Tokyo Metropolitan Agriculture and Forestry Research Center

Abstract

Comparing the bacterial flora in the udder of mastitis cows and healthy cows. Number of live bacteria,
mastitis milk 5.07+1.14 log cfu/mL,healthy milk is 3.86+0.81 log cfu/mL, nosignificant difference was observed.
Bacterial species were separated by DGGE is, S.aureus,S.epidemidis, E.coli, K.pneumonia, S.agalactiae,
S.disgalactiae, C.bovis, Enterobacter sp., Pseudomonas sp., Serratia sp. and Proteus sp.. S.aureus was isolated
from 44% of healthy milk, it was isolated from 81% of mastitis milk. From this result, when the S.aureus is
present in the milk tank, suggesting that it easily exhibits mastitis symptoms. Milk tank of lactation is not a sterile,

it was found that there is a cause bacteria of mastitis.
Keywords: cow mastitis, bacterial flora, Staphylococcus aureus, DGGE
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